South Australian Aboriginal sub-population data for the nine AMPFlSTR Profiler Plus short tandem repeat (STR) loci.
The weighting of DNA evidence can be estimated using various models. Each model relies on allele frequencies, which are obtained from data accumulated in a population database. This report analyses sub-population data for 325 Aboriginal Australian residents of South Australia at nine autosomal Profiler Plus short tandem repeat (STR) loci.